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Bioinformatics

Application and development of tools for querying large-scale
datasets to answer biological questions.
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The data deluge
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Overview

(1) Storage

(2)High-computing servers

(3)Software Available to CCR postdocs

(4)Training

(5) Bioinformatics Core




Storage

Memory has become cheap!
2 TB external hard drive ~ $85

Cloud Storage:

- Online storage, data is stored on virtual
servers

- Does not require maintenance or administration
on the user end!

- Amazon, Google, Microsoft




Storage

Center for Information Technology Help Desk:
» Increased storage for data back-up
« Shared drive access

@ CIT Home - Namoroka

File Edit Yiew History Bookmarks Tools Help

@ - c ﬁ' | httpffcitnihugov/
£ Most Visited $ Getting Started = Latest Headlines

| | CIT Home

FCI CENTER FOR INFORMATION TECHNOLOGY S0 [
y

MATIONAL INSTITUTES OF HEALTH
Te.‘aie:ize:ﬂj.ﬂﬂ-:

News & Alerts QUICK LINKS

Need IT Support?

: , Hot Hews and Alerts from the NIH IT Senvice Desk » Application Hosting
Submit 3 request online

Antivirus
CIT Link eMews|etter
Co-Location Sernvices

New Voice Mail System - Instructions to initialize your
voice mailbox passcode.

Phone:
301-496-4357 (local)

866-319-4357 (toll-free 3 . :
401-496-8294 E-m;} : Highlights & Features Database Senvices

MIH Electronic Forms
Email

Web: P Search Engine Services
[TSenviceDesk.nih.qoy o Setup a Google-based search engine on




High-Computing Servers

NIH CIT Helix Systems Group (http://helix.nih.gov)

* High performance
computing systems

* Training
classes/seminars
available
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$26/month:
account includes
access to Biowulf
for parallel
processing (2200
compute nodes)




High-Computing Servers

Advanced Biomedical Computing Center, SAIC-
Frederick (http://isp.ncifcrf.gov/abcc/abec-
groups/)

- Provides access to many publicly available
resources (GenBank, PDB, SWISS-PROT, etc)

- Provides access to in-house software, ranging in
applications from data mining to biomarker
discovery

- Access is free of charge




Training: Intramural

NIH Library (nihlibrary.nih.gov, click on
Bioinformatics)
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Research Tools

Training (online
and classroom)

Access to
Bioinformatics
tools and
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the library

| NIH Library | Research Tools | Bioinformatics Program Staff
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Ask A
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Quick Links
Bioinformatics
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Dr. Medha Bhagwat, Informationist has a PhD in biochemistry from the University of Maryland, College
Park, and has conducted postdoctoral training at NIDDK focusing on the structure-function studies of
bacteriophage T4 RNase H. Medha published several articles on her research, as well as book chapters on
bioinformatics classes/protocols.

From 2001 to 2008 she taught at the NCBI Core-Bioinformatics Facility training the representatives from
NIH institutes in the use of the NCBI bioinformatics tools. Medha also developed and taught several
2-hour mini-courses, which describe the effective use of a set of bicinformatics tools. The courses were
taught more than 400 times to about 12,000 participants.

She conducts tutorials on using bicinformatics resources available through the NIH Library, NCBI's
Databases and Tools for Data Mining,and other bioinformatics resources such as Biobase, DAVID, Ensembl,
and the UCSC Genome Browser.

Online Journals
Order a Document
PubMed @ NIH
Remote Access
Scopus

Web of Science
Sign-Up For
Library Email News
PubMed Doc Del

Research Updates
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Ask a Librarian

Dr. Lynn Young has over twenty years of experience in the fields of computational biology and
bioinformatics. She received her Ph.D. in physics from Purdue University where she studied vibrational
maodes of DNA. She worked in the field of structure-based drug design at NCI-Frederick and most recently
worked in the Division of Computational Bioscience at the Center for Information Technology at NIH.

There she analyzed microarray data; developed web applications; led the development of the genomics
component of the National Database for Autism Research (NDAR); and coordinated ontology development

for NDAR. Lynn joined the NIH Library in August of 2010 to provide bioinformatics training, consulting, and
programming.
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* NIH Library on Twitter

* PubMed @ NIH: Fully
Loaded

» Launch of Beta Search
Engine: First Step

» NIH Library Classes
January 2011 through
March 2011

View All Announcements

Upcoming Training Classes |~

» EndNote X3: Managing
Your Search Results
Feb 24

+ EndNote X3: Managing
Your Search Results
Mar 09

» PubMed: Understanding
the Basics
Mar 09

Request a Tutorial




Training: Intramural

CIT Training (http://training.cit.nih.gov):

Helix Training courses

Office of Science and Technology Partnerships

https://ccrod.cancer.gov/confluence/display/CCR
OSTP/Home

Supports access Bioinformatics software and
organizes training

NIAID Courses




Training: Extramural

Seminar series at nearby universities

= University of Maryland
(http://www.cbcb.umd.edu/seminars/)

= (George Mason University
(http://binf.gmu.edu/collog.html)

Cold Spring Harbor Laboratory Courses

Sante Fe Institute courses:
http://www.santafe.edu/events/workshops/inde

x.php/

Googlel




Bioinformatics Core

CCR Informatics Core (IFX
http://ccrifx.cancer.gov
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U.S. National Institutes of Health | www.cancer.gov

National Cancer Institute

Website hE|p5 you You may request a new project, or view
your existing projects, by clicking on the

target difficult to find Projects tab on the navigation bar.

information. Latest FAQ
Latest Resources

m

Welcome to the CCR Informatics What is the BAM file format?

Core web portal. The Informatics SAMtools added 2011-01-11 09:38:14
Core operates as a partnership added 2011-01-11 10:00:09

Requests

How do I submit a new request for
between the NCI's Center for Cancer

submitted

through the

web, requires
PT approval

Research and SAIC-Frederick's
Advanced Biomedical Computing
Center to provide scientific,
informatics, and computational
analysis support to CCR
investigators. With expertise in
computational biology and
bicinformatics, the core provides
solutions to the challenges in
managing the ever-growing amount
and complexity of data generated
through high-throughput genomic
and molecular technologies. For
more information about the core and
it's services, check out the services
section of our website.

Genomatix Genome Analyzer (GGA)
added 2010-12-03 09:08:01

Galaxy
added 2010-12-03 09:06:13

CisGenome
added 2010-12-03 09:04:31

PeakSeq
added 2010-12-03 09:00:53

analysis on my project?

added 2010-12-28 15:42:47

What steps are required for SNP calling?
added 2010-12-03 10:44:50

Where do I find mutation data for NCI-60
cancer cell lines?
added 2010-12-03 09:03:46

Where can I find a guide for Microarray
Data Analysis?
added 2010-12-03 08:48:32




Other Resources

CCR Bioinformatics Wiki:
https://ccrod.cancer.gov/confluence/display/CCRBI
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